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Abstract

The blind mole rat Nannospalax ehrenbergi is considered a superspecies most likely containing
many separate biological species. The most important reason for its taxonomic uncertainties is
the remarkable morphological and chromosomal variation recorded within and between popula-
tions and species. This study presents a description and an analysis of a chromosomal, morpholo-
gical (external and craniodental), and penial variation of N. ehrenbergi from El-Hammam, Matruh,
Egypt. The results confirmed the occurrence of two karyotype forms (I and II) with different 2n,
NF, and NFa number. Karyotype form I consists of 2n=60, NF=73, and NFa=70, while karyotype
form II, which is newly described here in Egypt for the first time, composes of 2n=62, NF=77,
NFa=74. This chromosomal variation between individuals of the two forms was accompanied by
obvious differences in morphological measurements, presence or absence of supracondyloid fora-
men, position of hard palate in relation to the line connecting the rear edges of the alveoli of M3,
position of the nasal posterior margin relative to the line connecting the upper or lower margins of
the infraorbital foramen, and number of roots of M2 and M3. Although individuals of the two ka-
ryotype forms were similar in penial structural characteristics, they showed clear differences in the
general shape of glans penis and size of baculum. The baculum was segmented and consists of a
thick basal segment or proximal baculum that starts with a broad base and a thin terminal segment
or distal baculum that ends with blunt tip. Accordingly, we could suggest that an evolutionary pro-
cess has likely occurred in the Egyptian N. ehrenbergi and led to the formation of a new putative
species with different chromosomal, morphological, and penial characteristics.

Introduction
Blind mole rat of the family Spalacidae Nannospalax ehrenbergi
(formerly S. ehrenbergi) distributes in a narrow coastal strip in Libya
and Egypt, Syria, Jordan, Lebanon, Israel, Iraq, and Southeastern
Anatolia (Lay and Nadler, 1972; Savić and Nevo, 1990; Çoşkun, 2004a
and references therein; Çoşkun et al., 2006, 2016; Schlitter et al., 2008;
Kryštufek and Vohralik, 2009). This palaearctic species has long been
considered a superspecies presumably because it contains many sep-
arate biological species (see review by Arslan et al., 2016). The main
reason for its taxonomic diversity is the remarkable morphological and
chromosomal variation recorded within and between populations and
species. Indeed, about 20 distinct chromosomal races or cytotypes,
with a total of 7 diploid numbers, have been found so far within this
species (Savić, 1982; Nevo et al., 1994a,b; Nevo, 1995; Çoşkun, 2004a;
Arslan et al., 2016). Each of these cytotypes has been considered by
some authors as presumptively good biological species and that some
populations having identical diploid chromosome numbers have been
assigned as different biological species (Nevo et al., 1994a,b, 1995,
2001). More broadly, the 2n of these cytotypes varied between 48 to 62,
with fundamental number of chromosomal arms (NF) ranged between
62 to 90 and fundamental number of autosomal arms (NFa) differed
between 58 to 86 (for details, see Çoşkun, 2004a; Arslan et al., 2016).
The first description of N. ehrenbergi has been done by Nehring

(1898) in Israel. After that, many karyological (Çoşkun, 2004a;

∗Corresponding author
Email address: adel.shahin@mu.edu.eg (Adel A.B.Shahin)

Kryštufek and Vohralik, 2009; Çoşkun et al., 2006, 2010a,b, 2014,
2016; Arslan and Zima, 2013, 2015, 2017 and references therein) as
well as morphological (Nevo et al., 1998; Çoşkun, 1994, 1998, 2004a;
Sözen et al., 2006a; Kryštufek and Vohralik, 2009; Çoşkun et al., 2016
and references therein) studies have been carried out along its extens-
ive distribution range. As mentioned above, karyological examinations
have approved the presence of several chromosomal forms or races with
different number of 2n, NF and NFa. Morphological studies as well
have shown that although the populations are morphologically very
similar, they display distinct variations in the morphology of the skull
and structure of teeth.

As far as known, most rodent taxonomy and phylogeny has been
based upon dentition. Among dental characters, dental form has been
the most striking morphological characteristic and has therefore been
used as a powerful tool in many taxonomic and phylogenetic studies of
extinct and living rodents (Jones, 1922; Kahmann, 1969; Knox, 1976;
Bachmayer and Wilson, 1980; Carleton, 1980; Emry, 1981; Gemmeke
and Niethammer, 1984; Luckett and Hartenberger, 1985; Shahin, 1999;
Piras et al., 2012; Maridet and Ni, 2013; Kelly and Murphey, 2016).
Alveolar patterns in the maxillae have also been considered a useful
taxonomic criterion among theMuridae (Jones, 1922; Kahmann, 1969;
Knox, 1976; Bachmayer and Wilson, 1980; Carleton, 1980; Gemmeke
and Niethammer, 1984), Dipodidae (Bachmayer and Wilson, 1980;
Shahin, 1999; Kelly andMurphey, 2016) and Spalacidae (Pavlinov and
Lissovsky, 2012).

On the other hand, variation in the structure and characteristics of the
penial has been observed at the inter- and intra-specific level of closely
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Figure 1 – A map showing the geographic coordinates of El-Hammam, Matruh, Egypt,
where the individuals of the blind mole rats Nannospalax ehrenbergi were collected from
two adjacent localities separated by a narrow zone of about 0.2 km.

related species, and thus, it has been assumed to be extremely useful
in reconstructing the phylogeny of rodents (Lidicker, 1968; Altuna and
Lessa, 1985; Bradley et al, 1989; Lessa and Cook, 1989; Simson et
al., 1993). Additionally, studies on the growth and differentiation of
the baculum (os penis) have demonstrated that an extensive variation
and differential allometric growth versus body have been found among
rodent species (Burt, 1960; Martin, 1970; Best and Schnell, 1974; Pat-
terson, 1983; Pessôa et al., 1996; Pessôa and Strauss, 1999; Çoşkun,
2004c; Yiğit et al., 2006; Kankiliç et al., 2014). Among mole rats of
the family Spalacidae, it has been concluded that the baculum structural
variation is congruent with the karyotype variation, i.e., it is species-
specific, and its length is not correlated significantly neither with the
greatest skull length (Simson et al., 1993) nor the head and body length
(Çoşkun, 2004c; Yiğit et al., 2006; Kankiliç et al., 2014).
Although the occurrence of N. ehrenbergi is known in Egypt (To-

pachevskii, 1969; Lay and Nadler, 1972; Nevo, 1991; Nevo et al.,
1999), its morphological, genetical, behavioral, biological, molecular
and karyological peculiarities unfortunately have not yet been docu-
mented in detail and should be subjected to further investigation. Thus,
the present study was undertaken to detail for the first time the variation
in the karyotype, morphological (external and craniodental), and penial
characteristics of N. ehrenbergi in Egypt to make a contribution to its
karyological, morphological and penial data known so far.

Materials and methods
Sampling and study area

A total of 14 adult individuals (10 males and 4 females) of the blind
mole rat Nannospalax ehrenbergi (Nehring, 1898) were captured alive
between 2014 and 2015 from two adjacent localities separated by
a narrow zone of about 0.2 km in El-Hammam (30°50′34.53′′ N,
29°23′37.59′′ E), Matruh (Fig. 1), by digging burrow systems accord-
ing to the method described by (Sözen, 2004; Sözen et al., 2006a).
El-Hammam locality has a semi-arid Mediterranean climate that is

characterized by a brief, mild, rainy winter and long warm summer
months (May to September) of clear sky, high radiation, and no rain.
Topographically, this region is extremely flat and its soil is composed
of white, loose carbonate sands and covered in most regions with al-
luvial loam deposits mixed with calcareous sand. It has an elevation
of about 82 m and receives an average annual rainfall of approxim-
ately 140 mm/yr. The average humidity percentage is around 61.3%
and 75.6% during the year and the average daily temperature generally
does not exceed 30.5 ◦C in the summer months and does not go below
7 ◦C in winter months.

Laboratory techniques

External morphological examination

The animals were sexed, weighed, aged into young adult, old, and old-
est (Fig. 6, a–f) based upon molars enamel folds patterns and wear
stages (Çoşkun et al., 2016), and two external morphological meas-
urements (head and body length (HBL) and hind foot length (HFL)

were taken by using a digital caliper (RUPAC, Italy) and values were
approximated to the nearest 0.1 mm.

Conventional technique and karyotype preparation

The animals were intraperitoneally injected with 0.05% colchicine
solution (0.01 ml/g body weight). After one hour, the animals were an-
esthetized and femurs were dissected out and bone marrow cells were
obtained as explained byAbu Shnaf (2014). Chromosome spreadswere
conventionally prepared by using the air-drying technique according to
the method of Yosida (1973), with slight modification as described by
Shahin and Ata (2001). About 30 to 50 metaphase cells from each
animal were examined at 100× magnification and well-spread chromo-
somes of five to ten metaphase cells were recorded and photographed
using Olympus BX51 microscope with a C-4040 zoom digital camera.
Definition of the shapes of chromosomes was established according
to the system of nomenclature proposed by Levan et al. (1964). The
karyotype was determined on the basis of the well-spread metaphase
chromosomes. Chromosomes lengths were measured under the micro-
scope using the Soft Imaging System (SIS) analysis program (version
3.0) edited in 1999 by Soft Imaging System GmbH, Germany, and then
arranged into descending series according to their sizes. Both the fun-
damental (NF) and autosomal (NFa) number of chromosome armswere
computed by counting the bi-armed autosomes as two arms and acro-
centric autosomes as one arm.

Craniodental examination

Skulls of all individuals were skinned, prepared for craniodental
examination, and photographed using KYOWA dissecting stereo-
microscope provided with digital camera. Thirty-seven linear measure-
ments were taken by using a digital caliper (RUPAC, Italy) following
Nevo et al. (1998); Çoşkun (2004a); Sözen et al. (2006a). The cranio-
dental variables included: condylobasal length (CBL), condylonasal
length (CNL), occipitonasal length (ONL), basal length (BL), nasal
length (NL), nasal width (NW), maximum skull height (SKH), aud-
itory meatus diameter (AMD), upper molars crown length (UCL), up-
per molars alveolai length (UAL), diastema length (DL), facial region
length (FRL), supraoccipital length (SOL), zygomatic breadth (ZB),
tympanic bullae length (TBL), tympanic bullae width (TBW), foramina
incisiva length (FIL), interorbital constriction (IOC), rostrum width
(RW), hind palatal length (HPL), palatal length (PAL), sagittal crest
length (SCL), parietal length (PL), parietal width on lambdoid crest
(PW), infraorbital foramen width (IFW), infraorbital foramen height
(IFH), upper incisors alveolai width (UAW), upper incisors width
(UIW), M2 crown width (MCW), lower incisors width (LIW), lower
molars crown length (LCL), lower molars alveoli length (LAL), mand-
ible height (MH), coronoid process height (CPH), angular length (AL),
articular length (ARL), alveolar process length (APL).

Statistical analysis

A non-parametric multiple analysis of variance (NP-MANOVA in
PAST with 10000 permutations, p-values Bonferroni corrected) for the
39 external morphological and craniodental measurements was per-
formed on the Euclidean distances in PAST in order to test signific-
ant differences between the two karyotype forms I and II. Addition-
ally, Principal Component Analysis (PCA) for the log-transformed data
of morphometric variables was conducted. All variables were trans-
formed into logarithms to eliminate the biased effect of large meas-
urements in multivariate analysis (D’Elia and Pardinas, 2004). PCA
is based upon the variance-covariance matrix of log-transformed vari-
ables. Statistical analyses were performed by using PAST 1.81 (Ham-
mer et al., 2001) and Statistica version 13 (StatSoft, Inc., http://www.
statsoft.com).

Penial examination
Phalli of all males were dissected out and fixed in 70% ethanol for
1 week. Later on, they were cleared in 4% KOH for as many as 4
days, and then stained with 0.003%Alizarin Red S for 3 days following
Lidicker (1968) and as described by Simson et al. (1993). This was fol-
lowed by dehydrating the specimens successively in 25, 50, and finally
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100% glycerin for 1 day each. Five linear measurements of baculum
characters, including baculum length (BL), baculumwidth (BW), bacu-
lum height (BH), baculum tip width (BTW), and baculum base height
(BAH), in addition to the relative baculum/greatest skull length, were
measured for five males with fully extended bacula following Simson
et al. (1993). Photographs of the bacula were taken with KYOWA dis-
secting stereo-microscope provided with digital camera and measure-
ments were done on the digital images by using the QuickPhoto Micro
3.1 imaging software (Promicra s.r.o., Prague, Czech Republic).

The slides and voucher specimens were kept at the Department of
Zoology, Faculty of Science, Minia University, El Minia, Egypt.

Figure 2 – Photographs showing the chromosomal set of karyotype form I consisting of
2n=60 chromosomes of the blind mole rats Nannospalax ehrenbergi a) metaphase cell
from a male; b) metaphase cell from a female.

Figure 3 – A karyotype of the male metaphase cell given in Figure 2a showing the chro-
mosomal set of karyotype form I consisting of 2n=60 chromosomes of the blind mole rats
Nannospalax ehrenbergi, in addition to the female XX chromosomes..

Figure 4 – Photographs showing the chromosomal set of karyotype form II consisting of
2n=62 chromosomes of the blind mole rats Nannospalax ehrenbergi. a) metaphase cell
from a male; b) karyotype of the male metaphase cell given in a).

Results

Chromosomal variation

As a rule, two karyotype forms (I and II) with different diploid (2n),
fundamental (NF) and autosomal (NFa) numbers were recognized in
the 14 individuals examined. The chromosome complements in both
forms were variable in size and are largely forming a graded series, and
so, they were arranged according to length into five groups (Figs. 2,3
and 4). Although the sex chromosomes in both karyotypes have a sim-
ilar morphology, they showed relative variation in size. Basically, the
X chromosome was medium-sized submetacentric, while the Y was
small-sized acrocentric (Figs. 2, 3 and 4). A detailed description of the
morphology of the autosomes in each of the two karyotype forms is as
follows:

Karyotype form I

This karyotype was recorded in a total of 12 (8 males and 4 females) in-
dividuals and consists of 2n=60, NF=74 in females and 73 inmales, and
NFa=70. The autosomal chromosome set includes two subtelocentrics
(pairs no. 1 and 2), two submetacentrics (pairs no. 7 and 12), twometa-
centrics (pairs no. 13 and 20), and 23 telocentrics (acrocentrics) (pairs
no. 3–6, 8–10, 11, 14–19, and 21–29). The morphology the chromo-
some complement is seen in Figs. 2 and 3.

Table 1 – Comparison of the 39 external morphological and craniodental measurements (in
mm) between individuals of the two karyotype forms of the blind mole rats Nannospalax
ehrenbergi. Values are approximated to the nearest 0.1 mm.

Variable
Karyotype form I (2n=60)

No. of individuals=12
Karyotype form II (2n=62)

No. of individuals=2
Range Mean ± SD Range Mean± SD

HBL 190.0–220.0 204.3 ±9.5 221.9–222.1 222.0 ±0.1
HFL 45.0–55.0 50.3 ±3.2 56.9–57.3 57.1 ±30.3
CBL 38.3–43.2 41.3 ±1.5 44.2–44.8 44.5 ±0.4
CNL 38.1–41.5 40.10±1.04 44.3–45.1 44.7 ±0.6
ONL 38.4–41.6 40.0 ±1.0 43.2–43.8 43.5 ±0.4
BL 34.6–39.1 37.4 ±1.4 41.4–42.0 41.7 ±0.4
NL 15.2–17.0 15.9 ±0.6 19.7–20.0 19.9 ±0.2
NW 4.8–6.5 5.3 ±0.5 5.8–6.2 6.0 ±0.3
SKH 13.8–15.9 14.9 ±0.6 16.8–17.1 17.0 ±0.2
AMD 2.2–3.7 2.7 ±0.5 3.8–4.4 4.1 ±0.4
UCL 6.4–7.0 6.8 ±0.2 6.9–7.2 7.1 ±0.2
UAL 7.5–8.5 8.0 ±0.3 8.2–8.8 8.5 ±0.4
DL 12.4–15.6 13.4 ±0.8 16.5–19.9 16.7 ±0.3
FRL 24.7–29.8 27.1 ±1.2 30.0–30.3 30.2 ±0.2
SOL 7.3–9.8 8.4 ±0.9 10.4–10.5 10.5 ±0.1
ZB 26.9–31.3 29.0 ±1.4 31.7–32.0 31.9 ±0.2
TBL 7.5–9.3 8.5 ±0.4 9.0–9.2 9.1 ±0.1
TBW 9.5–7.0 6.6 ±0.3 7.2–7.8 7.5 ±0.4
FIL 3.0–3.8 3.4 ±0.3 3.1–3.8 3.5 ±0.5
IOC 6.8–7.5 7.2 ±0.2 7.3–7.5 7.4 ±0.1
RW 7.3–8.3 7.8 ±0.2 8.5–8.9 8.7 ±0.3
HPL 10.6–12.7 11.8 ±0.6 12.8–13.1 13.0 ±0.2
PAL 7.4–8.5 8.0 ±0.4 8.4–8.9 8.7 ±0.4
SCL 15.1–16.6 16.2 ±0.5 17.0–17.2 17.1 ±0.1
PL 6.0–7.8 6.8 ±0.5 6.7–6.9 6.8 ±0.1
PW 10.0–12.5 11.2 ±0.8 11.2–11.3 11.3 ±0.1
IFW 2.4–3.4 2.9 ±0.3 3.5–3.6 3.6 ±0.1
IFH 5.1–6.0 5.5 ±0.3 6.7–6.9 6.8 ±0.1
UAW 4.8–6.8 6.0 ±0.6 6.0–6.4 6.2 ±0.3
UIW 1.7–2.0 1.9 ±0.1 1.95–2.4 2.2 ±0.3
MCW 2.0–2.4 2.2 ±0.1 2.3–2.9 2.6 ±0.4
LIW 1.7–2.0 1.9 ±0.1 2.1–2.3 2.2 ±0.1
LCL 6.4–7.0 6.6 ±0.2 6.8–6.9 6.9 ±0.1
LAL 6.5–8.0 7.0 ±0.5 7.1–7.4 7.3 ±0.2
MH 6.7–7.7 7.2 ±0.4 7.5–7.9 7.7 ±0.3
CPH 12.2–18.0 15.9 ±1.4 17.2–17.9 17.6 ±0.5
AL 19.5–23.2 21.3 ±1.1 22.5–22.8 22.7 ±0.2
ARL 21.6–25.6 23.7 ±1.4 23.4–23.8 23.6 ±0.3
APL 22.0–25.0 23.2 ±1.1 26.6–27.0 26.8 ±0.3
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Figure 5 – Photographs of skull morphology in the two karyotype forms I (a, c) and II (b,
d) of the blind mole rats Nannospalax ehrenbergi showing that the lambdoid (LC) and
sagittal (SC) crests are well developed, parietal (P) length is less than its width, nasal (N)
length is longer than the sagittal crest length (a, b), but its posterior margin either reaches
the line connecting the upper (a) or the lower (b) margins of the infraorbital foramen (IF)
on both sides, and absence (c) or presence (d) of the supracondyloid foramen (SF) above
the occipital condyles (OC) on both sides. Scale bar=1.15 cm.

Karyotype form II

This karyotype was found in 2 males only and consists of 2n=62,
NF=77, NFa=74. The autosomal set, likewise karyotype form I, com-
prises two subtelocentrics (pairs no. 1 and 2), two metacentrics (pairs
no. 13 and 20), and 23 telocentrics (pairs no. 3, 4, 6–8, 10, 11, 14–
19, and 21–30), but it contains three submetacentrics (pairs no. 5, 9,
and 12) instead of two (pairs no. 7 and 12) in karyotype form I. The
morphology of the chromosome complement is seen in Fig. 4.

Morphological variation

Morphometric comparison of the mean values of the 39 external and
craniodental measurements showed clear distinction between individu-
als of the two karyotype forms I and II (for details, see Tab. 1).
In addition, comparison of the similarities (Fig. 6 a–f) as well as

differences (Figs. 5, 7 and 8) in the craniodental characters between
individuals of the two karyotype forms clearly demonstrated that they
displayed the following diagnostic characteristics:
In all individuals from karyotype form I, the skull has no supracon-

dyloid foramen above the occipital condyles on both sides (Fig. 5c).
The nasal length was longer than the sagittal crest length (for details,
see Tab. 1) and its posterior margin reaches the line connecting the up-
permargins of the infraorbital foramen on both sides (Fig. 5a). In young
adult individuals, the hard palate terminates at about the line connect-
ing the rear edges of the alveoli of M3 and its posterior margin ends
with a median sharp pointed styloid process (Fig. 7a). However, in old
and oldest individuals it ends definitely at some distance above the line
connecting the rear edges of the alveoli of M3 and its posterior margin
ends straight, i.e., without styloid process (Fig. 7b and c).
M1 has three roots in all skulls, while M2 has either three roots in

eight skulls or four roots in four skulls (Fig. 8a, b, c and e). However,
M3 exhibited either two roots in only one skull, three roots in ten skulls,
or four roots in just one skull (Fig. 8a, b, c and e).
On the contrary, the skull in the individuals from karyotype form

II has a supracondyloid foramen above the occipital condyles on both
sides (Fig. 5d). The nasal length was also longer than the sagittal
crest length, but its posterior margin reaches the line connecting the
lower margins of the infraorbital foramen on both sides (Fig. 5b). In
young adult individuals, likewise those of form I, the hard palate ex-
tends at about the line connecting the rear edges of the alveoli of M3

Figure 6 – Photographs of enamel folds on the occlusal or chewing surface of upper (a-c)
and lower (d-f) molars in the two karyotype forms of the blind mole rats Nannospalax
ehrenbergi showing that in young adult individual (a, d), M1 has one lingual and two labial
folds, M2 has a deep intruding fold on each side and an additional inlet on the antero-
labial side giving the chewing surface an inverse “S” shape, and M3 has two converging
folds that give the chewing surface the form of a horseshoe shape (a); M1 , M2 and M3
have a similar enamel pattern on the chewing surface where they have one labial and
one lingual intruding fold giving the chewing surface the form of S-shape (d). In old
individuals where the crown is eroded, the enamel folds become one, two, three, or four
separate islands (b, e); in oldest individuals with advanced crown erosion, the islands
are fragmented into separate islets, which completely disappeared in M3 and the crown
becomes more round in shape (c, f). Scale bar=1.15 cm.

and its posterior margin ends with a median sharp pointed styloid pro-
cess (Fig. 7a). However, in old and oldest individuals, it terminates
markedly behind the rear edges of the alveoli of M3 and its posterior
margin obviously has no styloid process (Fig. 7d). In all individu-
als, both the M1 and M3 have three roots, while the M2 has four roots
(Fig. 8f).

Non-parametric multiple analysis of variance (NP-MANOVA) for
the 39 external morphological and craniodental measurements in the 14
individuals examined revealed that there were significant differences in
the multivariate means for the two karyotype forms I and II (F=5.556;
p=0.0107). Also, Bonferroni corrected pairwise comparisons demon-
strated significant differences between the two forms (p<0.001). In ad-
dition, PCA clearly showed differentiation of the 14 individuals into
two distinct morphometric groups I and II (Fig. 9). Group I comprised
individuals of karyotype from I (2n=60), while group II included in-
dividuals of form II (2n=62). The two PCs 1 and 2 were collectively
accounted for 64.07% of the total variation between the 39 morpho-
metric variables, where 53.74% of which was explained by PC1 and
10.33% by PC2.

Table 2 – Comparison of the five linear bacular measurements (in mm), in addition to the
relative baculum/greatest skull length, between males of the two karyotype forms of the
blind mole rats Nannospalax ehrenbergi. Values are approximated to the nearest 0.1 mm.

Variable
Karyotype form I (2n=60)

No. of males=4
Karyotype form II (2n=62)

No. of males=1
Range Mean±SD Value

BL 5.1–5.7 5.2±0.3 5.2
BW 0.8–1.4 1.0±0.3 1.0
BH 0.8–1.2 0.9±0.2 0.9
BTW 0.5–0.7 0.6±0.1 0.5
BAH 0.9–1.3 1.0±0.2 1.2
Relative baculum/
greatest skull length

0.1–0.1 0.1±0.0 0.1
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Figure 7 – Photographs of the hard palate structure (arrow head) in the two karyotype
forms of the blind mole rats Nannospalax ehrenbergi showing that the palatal foramen
(PF) lies on both sides above the line separating between the M2 and M3 (a-d). In young
adult individuals from both karyotypes (a), the hard palate terminates at about the line
connecting the rear edges of the alveoli of M3 and its posterior margin ends with a median
sharp pointed styloid process (SP) and in old and oldest individuals from karyotype I, it
ends definitely at some distance above the line connecting the rear edges of the alveoli
of M3 and its posterior margin ends shows no styloid process (b, c), however, it extends
markedly without styloid process behind the rear edges of the alveoli of M3 in those
individuals from karyotype form II (7d). Scale bar=1.15 cm.

Penial variation

As a rule, the phalli of all males examined exhibited a basic similar
structure, but they were relatively different in the general shape of the
glans penis and size of the baculum (Figs. 10 and 11). The urethral
opening was surrounded by three lobes: one dorsal and two lateral
lobes. The lobes were large and prominent in the phalli of all males,
but they were thick in the phallus of only one male from karyotype
form II (11a and b), making its general shape apparently different from
those of the other four males from karyotype form I (Fig. 10a and b).
In all males, the baculum lies dorsal to the urethra and consists of two
segments: a thick basal segment or proximal baculum that starts with
a broad base and a thin terminal segment or distal baculum that ends
with blunt tip (Fig. 10 and 11). The overall length of the baculum ranges
between 4.58 mm to 5.74 mm, with about 36–39% of which belongs to
the proximal baculum that has a base of about 2.0 to 2.3 times wider.
Morphometric comparison of the five linear measurements of the

baculum characters, in addition to the relative baculum/greatest skull
length, between the five males of both karyotype forms showed no clear
distinction between them, in spite of their relative variation in the size.
Also, there was no relation between the baculum length and greatest
skull length. The five linear measurements, in addition to the relative
baculum/greatest skull length, of bacula characters from the five males
are shown in Tab. 2.

Discussion
Nannospalax ehrenbergi has been recognized for the first time by
Nehring (1898) in Israel and its karyological peculiarities have been de-
scribed byWahrman et al. (1969a,b) where four different chromosomal
forms are recorded in Israel with diploid number of 2n=52, 54, 58 and
60. Subsequently, Lay and Nadler (1972) confirmed the diploid num-
ber of 2n=60 chromosomes in the Egyptian specimens. Afterwards,
several karyotype studies have been carried out across its distribution
range and revealed obvious chromosomal polymorphisms as well as
several different karyotypes (for details, see Kryštufek and Vohralik,
2009; review by Arslan et al., 2016). Studies on the chromosomes of
natural populations of small mammals including rodents have revealed
a relatively large amount of karyotypic variation within and between in-

Figure 8 – Photographs of the alveolar patterns of the upper (a-f) and lower (g) molars
roots in the two karyotype forms of the blind mole rats Nannospalax ehrenbergi showing
that the upper molars M1 , M2 and M3 roots exhibited five alveolar patterns 3/3/2, 3/4/2,
3/4/3, 3/3/3 and 3/3/4 (a-e, respectively) in those individuals from karyotype form I and only
one alveolar pattern 3/4/3 (f) in those individuals from karyotype form II. In all individuals
from both karyotypes, the lower molars M1 , M2 and M3 showed only one alveolar pattern
2/2/3 (g). Scale bar=1.15 cm.

dividuals, populations, species, and higher taxa (for review, see Zima,
2000). Definitely, these studies have concluded that the driving forces
of karyotype evolution may be found either in selection or drift acting
at the organismal level, or in the internal processes occurring within the
cell. The forces acting at the organismal level are based either on negat-
ive heterosis of chromosomal rearrangements or on the altered pattern
of gene expression resulting from karyotypic repatterning. Addition-
ally, chromosomal differentiation in the mole rats from Jordan, Israel
and Turkey has been explained in connection with speciation and adapt-
ation to different environmental conditions, primarily to different cli-
matic regions varying in aridity and temperature regimes (Wahrman et
al., 1969a,b, 1985; Nevo, 1985, 1991, 2000; Nevo et al., 1994a, 1995).

Figure 9 – Results of the first (PC1) and second (PC2) principal component analysis for the
39 external morphological and craniodental measurements analyzed in the 14 individuals of
Nannospalax ehrenbergi showing two groups I and II corresponding to the two karyotype
forms I and II, respectively (�:individuals of karyotype form I (2n=60); ◦: individuals of
karyotype form II (2n=62).
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Figure 10 – Photographs of the phallus in males from karyotype form I of the blind mole
rats Nannospalax ehrenbergi showing that the urethral opening (UO), as clearly appears
in (a), is surrounded by three lobes: one dorsal (DL) and two lateral lobes (LL) and the
baculum lies dorsal to the urethra and consists of two segments: a thick basal segment
or proximal baculum (PB) that starts with a broad base (PPB) and a thin terminal segment
or distal baculum (DB) that ends with blunt tip (a, b). (a) ventral view; (b) ventrolateral
view; Arrow head in (a) and (b) refers to the site of segmentation. Scale bar=1.2 mm.

Moreover, Nevo (1985) determined that the main trend in chromosomal
evolution of Spalax is the process of Robertsonian fission that leads to
increase in the number of 2n with aridity. This meant that Spalax has
an adaptive strategy to occupy arid and unpredictable climatic regimes
through increase in chromosome number that maximizes the opportun-
ity to have high recombination phenomena, and thus, higher genetic
variability. Nevo et al. (1994a) confirmed as well that the chromosome
number shows a positive correlation with the environmental conditions
due to the restrictions of the biotic and climatic factors such as dry-
ness and temperature. Thus, they concluded that the diploid number
of Anatolian Spalax increases from the rainy and warm coastal regions
to the dry and harsh climatic zone of middle Anatolia. Importantly, it
has been found that the increase of acrocentrics occurs by Robertsonian
fission and the variations in the number of the chromosome arms fre-
quently occur by centromeric translocation (Yüksel, 1984; Nevo et al.,
1994a; Savić and Soldatović, 1979). In addition, it has been assumed
that the major initial mechanism of speciation in Spalacidae is chromo-
somal that primarily occurs through Robertsonian rearrangements and
the variation in chromosome morphology is caused by pericentric in-
versions (Wahrman et al., 1969a,b, 1985; Lay and Nadler, 1972; Nevo
et al., 2000) and/or centromeric shifts (Nevo, 1991; Nevo et al., 1994b,
1995, 2000; Arslan et al., 2011b).
In the present investigation, two karyotype forms I and II, with dif-

ferent chromosomal 2n, NF and NFa numbers were recognized. Ka-
ryotype form I displayed 2n=60, NF=74 in females and 73 in males,
and NFa=70, while form II exhibited 2n=62, NF=77, NFa=74 due to
the presence of an extra submetacentric pair. The presence of 2n=60
is consistent with the findings of Wahrman et al. (1969a,b); Lay and
Nadler (1972); Nevo (1991); Nevo et al. (1991, 1994a, 2000). But,
the finding of 2n=62 in N. ehrenbergi is described herein for the first
time. As depicted byArslan and Bölükbaş (2010), the 2n=60 karyotype
apparently occupies the largest range among mole rat karyotypes in
Anatolia and this distributional pattern may indicate its ancestral posi-
tion among other karyotypes described. In addition, Nevo (1991, 1995)
stated that this karyotype should be considered to be derived in relation
to the hypothesis of environmental stress. However, it is fairly import-
ant to mention that the 2n=62 has previously been described in Spalax

Figure 11 – Photographs of the phallus in males from karyotype form II of the blind mole
rats Nannospalax ehrenbergi showing that the urethral opening (UO), as clearly appears
in (a), is surrounded by three lobes: one dorsal (DL) and two lateral lobes (LL) and the
baculum lies dorsal to the urethra and consists of two segments: a thick basal segment
or proximal baculum (PB) that starts with a broad base (PPB) and a thin terminal segment
or distal baculum (DB) that ends with blunt tip (b). (a) ventrolateral view; (b) ventral view;
Arrow head in (a) and (b) refers to the site of segmentation. Scale bar=1.2 mm.

leucodon from Turkey (Nevo et al., 1994b, 1995; Tez et al., 2001), S.
ehrenbergi from Jordan (Nevo et al., 2000) and N. ehrenbergi from
Madaba, Jordan, with different NF and NFa numbers (for details, see
Nevo et al., 2000; Arslan et al., 2016). Interestingly, Nevo et al. (1994a)
and Nevo (1995) recognized that the 2n values and heterozygosity (H)
increase toward the ecologically harsh, arid, and climatically unpredict-
able and geologically young central Anatolian Plateau from the west,
north, south, and east. However, Ivanitskaya et al. (2008) indicated
that the determination of some chromosomal forms such as 2n=62 is
due to the small B chromosomes. So, Sözen et al. (2011) assumed that
the 2n=62 forms should be eliminated from the list of Turkish mole
rats. Also, Arslan and Bölükbaş (2010); Arslan et al. (2011a) pointed
out that the extent of variation in the number of autosomal arms may
be broad and additional centromeric shifts in other autosomes are ap-
parently involved. Moreover, molecular analyses of the cytochrome b
sequences have suggested that associations between genetic and chro-
mosomal variation are not widespread and common in mole rats, and
therefore, they have refuted the generalization of a “cytotype-equals-
species” approach (Kryštufek et al., 2012; Kandemir et al., 2012). Ac-
cordingly, it is clear that the differences in chromosomes morphology
between the individuals examined herein from El-Hammam were af-
fected by centromeric translocation. However, the increase in 2n from
60 to 62, which was presumably occurred as a result of Robertsonian
fission, i.e., metacentric fission (Nevo et al., 2000), could be explained
in terms of speciation and adaptation to environmental conditions, par-
ticularity the aridity and relatively high temperature characterizing this
region.

On the other hand, morphological studies have shown that although
the populations of Nannospalax are morphologically very similar, they
display distinct craniodental variation along their geographical range
(for details, see Çoşkun et al., 2016 and references therein). Of these
studies, Çoşkun et al. (2016) comprehensively reported about nine
taxonomic peculiarities of the body and skull, which are distinctive to
the North-Iraq populations. These characters can be enumerated as fol-
lows: 1) the presence of supracondyloid foramen above each occipital
condyle, 2) the presence of two longitudinal ridges on the anterior sur-
face of the upper incisors, 3) the appearance of two enamel islands on
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the chewing surface of M3, 4) the palatines do not extend behind the
line connecting the rare edges of the alveoli of upper molars in young
samples, but extend or pass through the back in mature and old spe-
cimens, 5) the foramen post palatines is present in front of the line
between M2 and M3, 6) the palate ends with a long and weak styloid
process, 7) the pattern of the occlusal surface changes according to the
erosion of teeth, 8) the upper molars have three roots, and 9) the lower
molars have two roots. In fact, the first two of these nine characters
are the most important diagnostic characters for N. ehrenbergi and they
have been solely confirmed in many previous works (see Çoşkun, 1994,
2004a and references therein).
In the present study, distinct variation in the 39 external and cranio-

dental measurements was found between individuals of the two karyo-
type forms. This variation was confirmed by significant differences in
the multivariate means for the two karyotype forms I and II (F=5.556;
p=0.0107). Also, PCA for the 39 measurements clearly revealed dif-
ferentiation of the individuals into two distinct morphometric groups I
and II corresponding to the two karyotype forms I and II, respectively.
Alongside this variation, there was an obvious variation in four crani-
odental characters that can be used effectively to discriminate between
individuals from the two karyotype forms. These characters are: 1)
the presence of supracondyloid foramen above the occipital condyles
on both sides only in those individuals from karyotype form II, 2) the
location of hard palate in old and oldest individuals that either ends
above the line connecting the rear edges of the alveoli of M3 in those
from karyotype form I or markedly extends behind them in those from
form II, 3) the posterior margin of nasals that either reaches the line
connecting the upper margins of the infraorbital foramen in those from
form I, or it reaches the line connecting the lower margins of the in-
fraorbital foramen in those from form II, and 4) the M2 has either three
roots in eight specimens from form I or four roots in four specimens
from form I and two specimens from form II, while the M3 has either
two roots in only two specimens from form I, three roots in nine speci-
mens from form I and two specimens from form II, or four roots in only
one specimen from form I. Nevertheless, the M1 has three roots in all
individuals from both karyotypes. This is consistent with the findings
of Çoşkun (2004a,c) and Çoşkun et al. (2016). Accordingly, we have
recognized five root formulae: 3/3/3, 3/3/4, 3/3/2, 3/4/2, and 3/4/3 in
those individuals from karyotype form I and just one formula: 3/4/3 in
those from form II for M1, M2, and M3, respectively. Similar or dif-
ferential results have been found separately in N. ehrenbergi (Çoşkun,
2004a; Çoşkun et al., 2016), N. nehringi (Çoşkun, 2003 and references
therein), N. tuncelicus and N. munzuri sp. n. (Çoşkun, 2004c) and S.
leucodon (Sözen et al., 2006a).
Regarding the structure and characteristics of the phallus and bacu-

lum, it was found that the urethral opening in all males was surroun-
ded by three lobes: one dorsal and two laterals. Nevertheless, the lat-
eral lobes in the males from karyotype form II were thicker than those
found in males from form I, and thus, they gave the glans penis of
those from form II a distinct general shape. This agrees in some re-
spects with the findings of Simson et al. (1993); Çoşkun (2004c); Yiğit
et al. (2006); Kankiliç et al. (2014) who pointed out that the phallus
and baculum distinctly differ between the karyotype forms of S. ehren-
bergi and N. ehrenbergi examined from Israel, Egypt and Turkey. This
meant that the baculum is species specific and its length is not correl-
ated neither with the greatest skull length (Simson et al., 1993) nor the
head and body length (Çoşkun, 2004c; Yiğit et al., 2006; Kankiliç et
al., 2014). In addition, although relative measuring variation at the five
bacular characters was observed between the males from both karyo-
type forms, the mean values showed no clear distinction between these
forms (Tab. 2). Also, as previously described by Simson et al. (1993),
no relation was found herein between the baculum length and greatest
skull length.
In conclusion, our results confirm the occurrence of two karyotype

forms (I and II) with different 2n, NF, and NFa number in N. ehren-
bergi from El-Hammam. Karyotype form I consists of 2n=60, NF=73,
and NFa=70, while karyotype form II, which is described herein for
the first time, composes of 2n=62, NF=77, NFa=74. This chromo-

somal variation was associated by differences in both morphological
(external and craniodental) and penial characters. Therefore, it seems
reasonable to suggest that this variation may represent clear evidence
for occurrence of evolutionary process in N. ehrenbergi, which led to
the formation of a new putative biological species with different chro-
mosomal, morphological, and penial characters. This species, which is
not yet formally named, its status as a distinct biological species could
be justified due to its 1) distribution parapatrically with the other spe-
cies (formerly described by Lay and Nadler, 1972), separated by a nar-
row zone of about 0.2 km, 2) chromosomal, morphological and penial
characteristics differences, and 3) biochemical variation at seven poly-
morphic genetic loci (Shahin et al., 2018). Confirmation of this sup-
position, however, needs to carry out further studies involving exam-
ination of more samples along the species distribution range as well
as conducting additional morphological, biochemical, cytogenetical,
physiological, ecological, behavioral, and molecular investigations. In
addition, it is not yet known whether this new putative karyotype con-
sisting of 2n=62 chromosomes has evolved from the ancestral local ka-
ryotype having 2n=60 chromosomes by a specific kind of chromosomal
rearrangements other than Robertsonian fission. This could be clarified
by means of various banding techniques which are currently under in-
vestigation.

References
Abu Shnaf A.S.M., 2014. Morphological, biochemical, chromosomal and molecular stud-

ies on Anser anser populations (Aves: Anatidae) in El-Minia, Egypt. Ph.D. thesis, de-
partment of Zoology, Faculty of Science, Minia University, El-Minia, Egypt.

Altuna C.A., Lessa E.P., 1985. Penial morphology in Uruguayan species of Ctenomys (Ro-
dentia: Octodontidae). J. Mammal. 66(3): 483–488.

Arslan A., Bölükbaş F., 2010. C-heterochromatin and NORs distribution of mole rat, Nan-
nospalax xanthodon from Aksaray, Turkey. Caryologia 63: 398–404.

Arslan A., Zima J., 2013. The banded karyotype of the 2n=58 chromosomal race of mole
rat from Erzincan, Turkey. Folia Zool. 62: 19–23.

Arslan A., Zima J., 2015. Heterochromatin distribution and localization of nucleolar or-
ganizing regions in the 2n=52 cytotypes of Nannospalax xanthodon and N. ehrenbergi
from Turkey. Zool Stud 54: 6, doi:10.1186/s40555-014-0088-1

Arslan A, Zima J, 2017. Heterochromatin distribution and localization of NORs in the
2n=48 cytotypes of Nannospalax xanthodon and N. ehrenbergi. Turk. J. Zool. 41: 390–
396.

Arslan A., AkanŞ., Zima J., 2011a. Variation in C-heterochromatin and NOR distribution
among chromosomal races of mole rats (Spalacidae) from Central Anatolia, Turkey.
Mamm. Biol. 76: 28–35.

Arslan A., Arisoy A., Zima J., 2014. Comparison of the chromosome banding pattern in the
2n=56 cytotypes of Nannospalax leucodon and N. xanthodon from Turkey. Sci. World
J. 121690. doi:10.1155/2014/121690

Arslan A., Kryštufek B., Matur F., Zima J., 2016. Review of chromosome races in blind
mole rats (Spalax and Nannospalax). Folia Zool 65(4): 249–301.

Arslan A., Toyran K., Gozutok S., Yorulmaz T., 2011b. C- and NOR stained karyotypes
of mole rat, Nannospalax xanthodon (2n=54) from Kirikkale, Turkey. Turk. J. Biol. 35:
655–661.

Bachmayer F., Wilson R.W., 1980. A Third contribution to the fossil small mammal fauna
of Kohfidisch (Burgenland), Austria. Ann. Natur. Hist. Mus. Wien 83: 351–386.

Best T.L., Schnell G.D., 1974. Bacular variation in kangaroo rats (Genus Dipodomys). Am.
Midl. Nat. 91(2): 257–270.

Bradley R.D., Schmidly D.J., Owen R.D., 1989. Variation in the glans penes and bacula
among Latin American populations of the Peromyscus boylei species complex. J. Mam-
mal. 70: 112–725.

Burt W.H., 1960. Bacula of North American mammals. Misc. Publ. Mus. Zool. Univ. Mich.
113: 1–75.

Carleton M.D., 1980. Phylogenetic relationships in Neotomine-Peromyscine rodents
(Muroidea) and a reappraisal of the dichotomy within New World Cricetinae. Misc.
Publ. Mus. Zool. Univ. Mich. 157: 1–146.

Çoşkun Y., 1994. Türkiye Spalax’larının Taksonomik Durumu. XII. Ulusal Biyoloji Kon-
gresi Tebliğleri, Zooloji Seksiyonu, Edirne, Cilt VI: 277–283.[in Turkish]

Çoşkun Y., 1998. Şirnak Yöresi Spalax ehrenbergi Nehring 1898 (Rodentia: Spala-
cidae) Türünün Morfolojik ve Karyolojik. Özellikleri. XIV. Ulusal Biyoloji Kongresi
Tebliğleri, Zooloji Seksiyonu, Samsun, Cilt III: 114–122. [in Turkish]

Çoşkun Y., 2003. A study on the morphology and karyology of Nannospalax nehringi (Sa-
tunin, 1898) (Rodentia: Spalacidae) from north-eastern Anatolia, Turkey. Turk. J. Zool.
27: 171–176.

Çoşkun Y., 2004a. Morphological and karyological characteristics of Nannospalax ehren-
bergi (Nehring, 1898) (Rodentia: Spalacidae) from Hatay province, Turkey. Turk. J.
Zool. 28: 205–212.

Çoşkun Y., 2004b. A new chromosomal form of Nannospalax ehrenbergi from Turkey.
Folia Zool. 53 (4): 351–356.

Çoşkun Y., 2004c. A new species of mole rat, Nannospalax munzuri sp. n., and the ka-
ryotype of Nannospalax tuncelicus (Çoşkun, 1996) (Rodentia: Spalacidae) in eastern
Anatolia. Zool. Middle East 33:153–162.

Çoşkun Y., Aşan Baydemir N.A., Kaya A., Karöz A.M., 2014. Nucleolar organizer region
distribution in Nannospalax ehrenbergi (Nehring, 1898) (Rodentia: Spalacidae) from
Iraq. Turk. J. Zool. 38:250–253.

Çoşkun Y., Aşan Baydemir N.A., Kaya A., Karöz A.M., 2015. A new karyotype and chro-
mosomal banding pattern inNannospalax ehrenbergi (Nehring, 1898) (Rodentia: Spala-
cidae) from southeast Anatolia, Turkey. Caryologia 68: 69–72.

143



Hystrix, It. J. Mamm. (2018) 29(1): 137–144

Çoşkun Y., El Namee A., Kaya A., 2012a. Karyotype of Nannospalax ehrenbergi (Nehring,
1898) (Rodentia: Spalacidae) in the Mosul Province, Iraq. Hystrix 23(2): 75–78. doi:
10.4404/hystrix-23.2-5611

Çoşkun Y., Hamad Z.H., Kaya A., 2016. Morphological properties of Nannospalax (Ro-
dentia: Spalacidae) distributed in North-Iraq. Hacettepe J. Biol. Chem. 44(2): 173–179.

Çoşkun Y., Kaya A., Ulutürk S., Yürümez, G., Moradi M., 2012b. Karyotypes of the mole
rats, genus Nannospalax (Palmer, 1903) (Spalacidae: Rodentia) populations in eastern
Anatolia, Turkey. Iran. J. Anim. Biosyst. 8: 195–202.

Çoşkun Y., Németh A., Csorba G., 2010a. Ceyhanus is an available name for a distinct
form of Nannospalax (superspecies ehrenbergi) (Rodentia: Spalacinae). Mamm. Biol.
75: 463–465.

Çoşkun Y., Ulutürk S., Kaya A., 2010b. Karyotypes of Nannospalax (Palmer 1903) pop-
ulations (Rodentia: Spalacidae) from central-eastern Anatolia, Turkey. Hystrix 21(1):
89–96 doi:10.4404/hystrix-21.1-4487

Çoşkun Y., Ulutürk S.,Yürümez G., 2006. Chromosomal diversity in mole-rats of the
species Nannospalax ehrenbergi (Mammalia: Rodentia) from South Anatolia, Turkey.
Mamm. Biol. 71: 244–250.

D’Elia G., Pardinas U.F.J., 2004. Systematics of Argentinean, Paraguayan, and Uruguayan
swamp rats of the genus Scapteromys (Rodentia, Cricetidae, Sigmondontinae). J. Mam-
mal. 85: 897–910.

Emry R.J., 1981. New material of the Oligocene muroid rodent Nonomys, and its bearing
on muroid origins. Am.Mus. Novit. 2712: 1–14.

Gemmeke H., Niethammer J., 1984. Zur Taxonomie der Gattung Rattus (Rodentia, Mur-
idae). Z. Säugetierkd. 49: 104–116. [in German]

Hammer Ø., Harper D.A.T., Ryan P.D., 2001. PAST: Paleontological statistics software
package for education and data analysis. Paleont. Electr. 4: 1–9.

Harrison D.L., Bates P.J.J., 1991. The Mammals of Arabia, 2nd Edition, Harrison Zoolo-
gical Museum Publication, Sevenoaks, UK.

Ivanitskaya E., Sözen M., Rashkovetsky L., Matur F., Nevo E., 2008. Discrimination of
2n=60 Spalax leucodon cytotypes (Spalacidae, Rodentia) in Turkey by means of clas-
sical and molecular cytogenetic techniques. Cytogenet. Genome Res. 122: 139–149.

Jones F.W., 1922. On the dental characters of certain Australian rats. Proc. Zool. Soc. Lond.
1922: 587–598.

Kahmann H., 1969. Die Alveolenmuster der Oberkieferzahnreihe der Waldmaus, Hausratte
und Hausmaus aus Populationen der großen Tyrrhenischen Inseln. Z. Säugetierkd. 34:
146–183 [in German]

Kandemir İ., SözenM., Matur F., Kankiliç T., Martinkova N., Colak F., Ozkurt Ş., Colak E.,
2012. Phylogeny of species and cytotypes of mole rats (Spalacidae) in Turkey inferred
from mitochondrial cytochrome b gene sequences. Folia Zool. 61: 25–33.

Kankiliç Te., Kankiliç To., Şeker P.S.O., Kivanç E., 2014. Morphological and biometrical
comparisons of the baculum in the genus Nannospalax Palmer, 1903 (Rodentia: Spala-
cidae) from Turkey with consideration of its taxonomic importance. Turk. J. Zool. 38:
144–157.

Kelly T.S., Murphey P.C., 2016. Mammals from the earliest Uintan (middle Eocene) Turtle
Bluff Member, Bridger Formation, southwestern Wyoming, USA, Part 1: Primates and
Rodentia. Palaeontol. Electron. 19.2.26A: 1–55.

Knox E., 1976. Upper molar alveolar patterns of some Muridae in Queensland and Papua
New Guinea. Mem. Queens l. Museum 17(3):457–460.

Kryštufek B., Vohralik V., 2009. Mammals of Turkey and Cyprus, Vol. 3, Rodentia II.
Cricetinae, Muridae, Spalacidae, Calomyscidae, Capromyidae, Hystricidae, Castoridae.
Knjižnica Annales Majora, University of Primorska, Science and Research Centre, Ko-
per, Slovenia.

Kryštufek B., Ivanitskaya E., Arslan A., Arslan E., Bužan E., 2012. Evolutionary history of
mole rats (Genus Nannospalax) inferred from mitochondrial cytochrome b sequences.
Biol. J. Linn. Soc. 105: 446–455.

Lay D.M., Nadler C.F., 1972. Cytogenetics and origin of North African Spalax (Rodentia:
Spalacidae). Cytogenetics 11: 279–285.

Lessa E.P., Cook J.A., 1989. Interspecific variation in penial characters in the genus
Ctenomys (Rodentia: Octodontidae). J. Mammal. 70: 856–860.

Levan A., Fredga K., Sandberg A.A., 1964. Nomenclature for centromeric position on chro-
mosomes. Hereditas 52: 201–220.

Lidicker W.Z. Jr., 1968. A phylogeny of New Guinea rodent genera based on phallic mor-
phology. J. Mammal. 49: 609–643.

Luckett W.P., Hartenberger J.-L., 1985. Evolutionary Relationships Among Rodents: A
Multidisciplinary Analysis Series, Vol. 92, No. 1. Nato Science Series A: Springer US.

Maridet O., Ni X., 2013. A new cricetid rodent from the early Oligocene of Yunnan, China,
and its evolutionary implications for early Eurasian cricetids. J. Vertebr. Paleontol. 33(1):
185–194.

Martin R.E., 1970. Cranial and bacular variation in populations of spiny rats of the genus
Proechimys (Rodentia: Echimyidae) from South America. Smithson. Contrib. Zool. 35:
1–19.

Nehring A., 1898. Über mehrere neue Spalax Arten. Sitzungsber. d. Gesellsch. Naturforsch.
Freunde. Z. Berlin. 10: 151–183. [in German]

Nevo E.,1985. Speciation in action and adaptation in subterranean mole rats: patterns and
theory. Boll. Zool. 52: 65–95.

Nevo E., 1991. Evolutionary theory and processes of active speciation and adaptive radi-
ation in subterranean mole rats, Spalax ehrenbergi superspecies in Israel. Evol. Biol.
25: 1–125.

Nevo E., 1995. Evolution and Extinction. Encyclopedia of Environmental Biology. Aca-
demic Press, New York. 1: 717–745.

Nevo E., 2000. Speciation: Chromosomal Mechanisms. In: Encyclopedia of Life Sciences.
Macmillan Reference Ltd., London. 1–11.

Nevo E., Beiles A., Spradling T., 1999. Molecular evolution of cytochrome b of subter-
ranean mole rats, Spalax ehrenbergi superspecies, in Israel. J. Mol. Evol. 49:215–226.

Nevo E., Filippucci M.G., Belies A., 1994a. Genetic polymorphisms in subterranean mam-
mals (Spalax ehrenbergi superspecies) in the Near East revisited. Patterns and Theory.
Heredity 72: 465–487.

Nevo E., Ivanitskaya E., Beiles A., 2001. Adaptive radiation of blind subterraneanmole rats:
Naming and revisiting the flour sibling Species of the Spalax ehrenbergi Superspecies
in Israel: Spalax galili (2n=52), S. golani (2n=54), S. carmeli (2n=58) and S. judaei
(2n=60). Bachkhuys Publishers b.v., Leiden, The Netherlands.

Nevo E., Ivanitskaya E., FilippucciM.G., Beiles A., 2000. Speciation and adaptive radiation
of subterranean mole rats, Spalax ehrenbergi superspecies, in Jordon. Biol. J. Linn. Soc.
69(2): 263–281.

Nevo E., Filippucci M.G., Redi C., Korol A., Beiles A., 1994b. Chromosomal speciation
and adaptive radiation of mole rats in Asia Minor correlated with increased ecological
stress. PNAS 91: 8160–8164.

Nevo E., Filippucci M.G., Redi C., Simson S., Heth G., Beiles A., 1995. Karyotype and
genetic evolution in speciation of subterranean mole rats of the genus Spalax in Turkey.
Biol. J. Linn. Soc. 54: 203–229.

Nevo E., Simson S., Heth G., Redi C., Filippucci G., 1991. Recent speciation of subter-
ranean mole rats of the Spalax ehrenbergi superspecies in the El-Hamam isolate, north-
ern Egypt. (Abstract). 6th International Colloquium on the ecology and taxonomy of
small African mammals, Mitzpe Ramon, Israel.

Nevo E., Tchernov E., Beiles A., 1988. Morphometrics of speciating mole rats: adaptive
differentiation in ecological speciation. Z. Zool. Syst. Evol. Forsch. 26: 286–314.

Patterson B.D., 1983. Baculum-body size relationships as evidence for a selective con-
tinuum on bacular morphology. Mammal. 64: 496–499.

Pavlinov I.Ya., Lissovsky A.A., 2012. The Mammals of Russia: A Taxonomic and Geo-
graphic Reference. M.: KMK Sci. Press, Moscow.

Pessôa L.M., Strauss R.E., 1999. Cranial size and shape variation, pelage and bacular mor-
phology, and subspecific differentiation in spiny rats, Proechimys albispinus (Is. Geof-
froy, 1838), from northeastern Brazil. Bonn. Zool. Beitr. 48(3–4): 231–243.

Pessôa L.M., dos Reis S.F., Pessôa M.F., 1996. Bacular variation in subspecies taxonomy
of the Brazilian spiny at Proechimys (Trinomys) iheringi (Rodentia: Echimyidae). Stud.
Neotrop. Fauna Environ.31(3–4): 129–132.

Piras P., Marcolinia F., Claudec J., Venturad J., Kotsakisa T., Cubo J., 2012. Ecological
and functional correlates of molar shape variation in European populations of Arvicola
(Arvicolinae, Rodentia). Zool. Anzeiger 251: 335–343.

Savić I.R., 1982. Microspalax leucodon (Nordmann, 1840) — Westblindmaus. In: Ni-
ethammer J., Krapp F. (Eds.) Handbuch der Säugetiere Europas. Bd. 2/I. Roden-
tia II (Cricetidae, Arvicolidae, Zapodidae, Spalacidae, Hystricidae, Capromyidae).
Akademische Verlagsgesellschaft, Wiesbaden. 543–569. [in German]

Savić I., Nevo E., 1990. The Spalacidae. Evolutionary history, speciation and population
biology. In: Nevo E., Reig A.O. (Eds.) Evolution of Subterranean Mammals at the Or-
ganismal and Molecular Levels. Alan R. Liss, New York. 129–153.

Savić I., Soldatović B., 1979. Distribution range and evolution of chromosomal forms in
the Spalacidae of the Balkan Peninsula and bordering regions. J. Biogeogr. 6: 363–374.

Schlitter D., Shenbrot G., Kryštufek B., Sözen M., 2008. Spalax ehrenbergi. The IUCN
Red List of Threatened Species. Version 2014.1. Downloaded on 17 July 2016.
www.iucnredlist.org

Shahin A.A.B., 1999. A comparative study of the molar and soft palate characters of the
genera Allactaga and Jaculus (Mammalia: Rodentia) in Egypt. Zool. Middle East 18:
17–32.

Shahin A.A.B., Ata A.M., 2001. A comparative study on the karyotype and meiosis of the
jerboas Allactaga and Jaculus (Rodentia: Dipodidae) in Egypt. Zool. Middle East 22:
5–16.

Shahin A.A.B., Mohamed A.M.M., EL Shater A.R.A., 2018. Genetic differentiation and re-
lationship between two karyotype forms of Nannospalax ehrenbergi (Rodentia: Spala-
cidae) in Egypt. P. J. Zool. 50(5):1671–1680.

Simson S., Lavie B., Nevo E., 1993. Penial differentiation in speciation of subterranean
mole rats Spalax ehrenbergi in Israel. J. Zool. (Lond.) 229: 493–503.

Sözen M., 2004. A karyological study on subterranean mole rats of the Spalax leucodon
Nordmann, 1840 superspecies in Turkey. Mamm. Biol. 64: 420–429.

SözenM., Cataklı K., Eroğlu F., Matur F., SevindikM., 2011. Distribution of chromosomal
forms of Nannospalax nehringi (Satunin, 1898) (Rodentia: Spalacidae) in Cankiri and
Corum provinces, Turkey. Turk. J. Zool. 35: 367–374.

Sözen M., Matur F., Çolak E., Özkurt Ş., Karataş A., 2006b. Some karyological records
and a new chromosomal form for Spalax (Mammalia: Rodentia) in Turkey. Folia Zool.
55 (3): 247–256.

Sözen M., Sevindik M., Matur F., 2006a. Karyological and some morphological character-
istics of Spalax leucodon Nordmann, 1840 (Mammalia: Rodentia) superspecies around
Kastamonu province, Turkey. Turk. J. Zool. 30: 205–219.

Tez C., Gündüz İ., Kefelioğlu H., 2001. Karyological study of Spalax leucodon Nordmann,
1840 in central Anatolia. Pak. J. Biol. Sci. 4: 869–871.

Topachevskii V.A., 1969. The Fauna of the USSR: Mammals, Mole Rats, Spalacidae. Vol.
III, No.3. Nauka, Leningrad.

Wahrman J., Goiten R., Nevo E., 1969a. Mole rat Spalax: Evolutionary significance of
chromosome variation. Science 164: 82–84.

Wahrman J., Goiten R., Nevo E., 1969b. Geographic variation of chromosome forms in
Spalax, a subterranean rodent of restricted mobility. In: Benirschke E. (Ed.) Comparat-
ive Mammalian Cytogenetics. Springer Verlag, New York. 30–48.

Wahrman J., Richler C., Gamperl R., Nevo E., 1985. Revisiting Spalax: Mitotic andmeiotic
chromosome variability. Israel J. Zool. 33: 15–38.

Yiğit N., Çolak E., Sözen M., Karataş A.,2006. Rodents of Türkiye. Meteksan Co., Ankara.
Yosida T.H., 1973. Evolution of karyotype and differenation in 13 Rattus species. Chromo-

soma 40: 285–297.
Yüksel E., 1984. Cytogenetic study in Spalax (Rodentia: Spalacidae) from Turkey. Com-

mun. Fac. Sci. Univ. Ankara, Serie C: Biol Tome 2: 1–12.
Zima J., 2000. Chromosomal evolution in small mammals (Insectivora, Chiroptera, Roden-

tia). Hystrix 11(2): 5–15. doi:10.4404/hystrix-11.2-4143

Associate Editor: P. Colangelo

144


