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Supplement S1  MMX and MMY probe sequences. 
 
MMX and MMY probe sequences are reversed from the text provided in (Mullins et al., 
2009) and are as follows: MMX, 5′-VIC-CCTGGTCTGAAAACT-MGB-3′ and MMY 5′-6FAM-
TGTGTCTCTCTCTGTCAAMGB-3′. 


